A 4.2 kb Hindin gene fragment from Giardia lamblia trophozoites strain WB, selected by 32 P labeled HSP70 clone pPW229 of Drosophila (1) was cloned into pUC19 (pUCG2c). The sequence was determined by sequencing both strands of overlapping restriction fragments. The sequence contains a 5' non-coding region of 141 bases followed by 1593 nucleotides showing a single continuous open reading frame starting with a putative initiator methionine at position 142. No homology in the coding sequence was identified with D. melanogaster HSP70 or any other HSPs reported in literature. However, an HSE like motif at position 73 -86 and a TATAA box at position 109 -113 (underlined) were identified which suggests that functional controlling elements are present in this gene. Its relatedness to the heat shock consensus promoter region (CnnGAAnnTTCnnG) is 6 out of 8 (2). A 2.5 kb RNA transcript from G. lamblia trophozoites hybridized to pUCG2c clone and the level of the same significantly increased upon heat shock. Biological significance of this heat shock gene in Giardia is not known yet.
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